. ΦX174 point mutants obtained by site-directed mutagenesis. For each mutant, the genomic position of the nucleotide substitution (relative to the Pst I cleavage site), the mutated gene, the amino acid change and the relative fitness effect ± SEM are shown. Assays were done in triplicate and fitness values were corrected to account for the presence of additional mutations and other sources of experimental error (see Methods). Notice that some mutations fall within regions at overlapping genes (the respective amino acid substitutions are indicated in these cases).
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